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Planting Information Extraction of Rice by Object—oriented Classification Method based on

GF-1 Images

LIU Shaogui', JI Zhonglin**, ZHANG Yueping', LI Wenxil, GAO Hui'*, HAHN Tianwen!, CHEN Ming', YAN Yi'4, JIANG Yi'¢, WU
Bing"!, GONGXinxin'¢, ZHU Piao'¥, REN hongyan™

(" Yangzhou Station of Farmland Quality Protection, Yangzhou, Jiangsu 225101, China; > Department of Cartography and Geographical Information
System, College of Geographical Sciences, Fujian Normal University, Fuzhou 350007,China; * State Key Laboratory of Resource and Environmental In-
formation System, Institute of Geographic Sciences and Natural Resources Research, Beijing 100101, China; * Yangzhou Diheng Technology Co., Ltd,
Yangzhou, Jiangsu 225002, China; Ist author: shgl520@163.com; “Corresponding author: renhy@igsnrr.ac.cn)

Abstract: Rice planting information extraction by remote sensing is an important part of agricultural remote sensing. GF-1 satellite
WFYV data provides a new way for agricultural information extraction, object—oriented classification method is an important method of
remote sensing interpretation. This research takes Yangzhou as the research area, based on the GF-1 image data, uses the object—ori—
ented classification method, extracts the rice planting information, and carries on the field investigation verification test result. The
feasibility of GF-1 data oriented object classification in extracting rice planting information and the factors affecting extraction preci—
sion are discussed. The results showed that GF-1 data can be used to extract rice planting information in Yangzhou by object—oriented
classification method. Rice planting area was 214 524 hm? in Yangzhou City, the overall accuracy of rice was 98.5%, Kappa coeffi—
cient was 0.95, area accuracy was 97.5%. Field investigation can improve the extraction accuracy. The degree of terrain fragmentation
affects the extraction accuracy, with the decrease of terrain fragmentation, the extraction accuracy is increased.

Key words: GF-1; object—oriented classification; rice; planting information extraction
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Progress on Application of NAC Transcription Factors in Rice Stress Tolerance Genetic En—
gineering

DUAN Junzhi', LI Ying%, ZHAO Mingzhong', WEI Xiaochun', REN Yinling'

("Henan Academy of Agricultural Sciences, Zhengzhou 450002, China; ? Editorial Department of Journal of Henan Agricultural University, Zhengzhou
450002, China; 1st author: junzhi2004@163.com; *contributed equally author)

Abstract: Rice often encounters drought, high salt, low temperature, pathogen stress, which influences the growth and yield of rice.
NAC transpription factors are the plant—specific and one of the largest families, which play an important role in regulation of plant
growth and a variety of abiotic and biotic stresses response. This paper systematically and comprehensively elaborated the structure,
classification and chromosomal location of NAC transpription factors, reviewed the application of NAC transpription factors in plant
drought, salt, cold and disease resistance, so as to provide some references for the utilization of NAC transcription factors and stress
tolerance genetic improvement and breeding.

Key words: rice; NAC transpription factors; drought tolerance; salt tolerance; cold tolerance; disease resistance; genetic engineering
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